Attorney Docket No.: 2676-6062US 



IN THE SPECIFICATION: 

Please amend paragraph [0053] as follows: (see next page) 
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homology E<10-3 with at least 20%amino acids or 50% nucleic acids identical 
nonredundant DNA and protein sequence databases (blastx/blastn) 
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SEQ ID NO: 147 


lipoxygenase Solanum tuberosum (gb(AAD09202) SEQ ED NO: 148 


serine/threonine/tyrosine-specific protein kinase APKlAArabidopsis thaliana (sp|Q06548) SEQ 
ID NO: 149 


chitinase class 4 Vigna unguiculata (pir|S57476) SEQ ID NO: 150 


SEQIDNO:151 


basic PRB-lb Nicotiana tabacum (emb|X66942) SEQ ID NO:152 


SEQ ID NO: 153 


RNA- or ssDNA-binding protein Viciafaba (pir|T12196) SEQ ID NO:154 | 


ADP-glucose pyrophosphorylase small subunit Solanum tuberosum (emb|X55650) SEQ ID 
NO: 155 


ubiquitin carrier protein Lycopersicon esculentum (sp|P35135) SEQ ID NO: 156 


Hypothetical protein chlP Nicotiana tabacum (sp|P 12204) SEQ ID NO: 157 


SEQ ID NO: 158 


Hypothetical protein Arabidopsis thaliana (gb|AAF26468) SEQ ID NO: 159 


t7-2-4.seq + intron SEQ ID NO: 167 


Multifunctional protein of glyoxysomal fatty acid beta-oxidation Brassica napus (emb|AJ000886) 
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